
0 300

600

90
0

1
2
0
0

1
5
0

0
1
8
0
0

21
0
0

2400
2700

30003300
36

00

39
0
0

42
0
0

4
5
0
0

4
8
0
0

51
0
0

54
00

57
00

Ad5

p
B
R
3
2
2 SV40pA

R
S
V

Ad5

M
CS

be
ta

-la
ct

am
as

e;

Bgl II 

Sal I

EcoR I

Bgl II 

NheI 

PacI pacAd5 RSV K-N pA

6801 Kb

Plasmid Featutes:

Coordinates Feature
3-10 PacI
11-16 NheI
16-368 1-353 of Ad5
382-775 RSV Promoter
777-866 mcs
859-1306 SV40pA pREP8
1301-3765 3328 to 5792 of Ad5
3762-6801 pBR322
5013-5873 beta lactamase; E286

GGTACCGTTTAAACTCGAGGTCGACGGTATCGATAAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGC

Multiple Cloning Site:

Kpn I

Pme I

Xho I

Sal I * Not I

Xba I

Spe I

BamH I

EcoR I*

EcoR V

Hind III

Cla I

* Not a unique site
Gene Transfer Vector Core

University of Iowa

Antibiotic Resistance: Ampicillin


